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Abstract

Background: Microbial colonization in infants is initially dependent on the mother and is affected
by the mode of delivery. Early-life infant gut microbiota is diverse among populations and
geographic origins. In this context, only a few studies have explored the impact of the mode of
delivery on the intestinal microbiome in children in Guangzhou, China. Therefore, this study aimed
to investigate the influence of birth mode on the intestinal microbiota of healthy infants in

Guangzhou, China.

Methods: Fecal samples were collected from 20 healthy full-term infants (younger than 6 months)
delivered via either cesarean section or vaginal delivery. The intestinal microbiota were
characterized using full-length 16S rRNA gene sequencing. Bacterial quantity and community

composition were compared between the two groups.

Results: No significant differences in gut bacterial diversity and richness were observed between
the cesarean section and vaginal delivery groups. The Proteobacteria phylum (44.154+33.05 vs.
15.62+15.60, p=0.028) and Enterobacteriaceae family (44.00+£33.11 vs. 15.31£15.47, p=0.028)
were more abundant in the cesarean section group than in the vaginal delivery group. The
Firmicutes phylum was more abundant in the vaginal delivery group (40.51£32.77 vs. 75.57+£27.83,
p=0.019).

Conclusions: The early stage of intestinal bacterial colonization was altered in the cesarean section
group, as compared with the vaginal delivery group. Our findings demonstrate that cesarean section
might disturb intestinal microbial maturation in infants by affecting the colonization of specific
microorganisms. Further well-designed investigations based on geographical locations are needed to

clarify microbiota succession in infants born via different modes of delivery.
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